A C probe corresponding to a 0.8-kb EcoRI subgenomic fragment containing the C , light-chain gene23 was used to study the presence of a possible breakpoint in the subband ql I .12. To define as precisely as possible that some of the cases pertained to the myeloid lineage, a probe for C was used that corresponded to a 1.2 EcoRI restriction fragment containing a part of the first and all of the second and the third exon of the lg heavy-chain z gene.24 A probe for T cell receptor (TCR) /3 was further used and corresponded to a 0.77-kb insert containing J and C regions cloned in the PstI site of pBR 322.25 All the probes were nick-translated with a32P deoxycytidine triphosphate (dCTP) to a specific activity of about 2 x I 08 cpm/.tg DNA. For personal use only. on October 21, 2017. by guest www.bloodjournal.org From > du). In view of all these results it will be necessary to carefullly define the genomic structure, the mRNA transcripts, and the presence of the related proteins in a larger number of CML patients.
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